Use of low-coverage whole genomes (LC-WG) to improve the
phylogenetique backbone of Bruchinae
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dated phylogeny
Classic questions:

Is the appearance of these groups synchronous with the appearance of their hosts?

Specific questions:

Interaction between groups ? What is the impact on host register evolution?



2 datasets:

Dataset “sanger”:

Séquences : 4 mitogene: 16s, 12, CytB, CO1
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2 datasets:

Dataset “sanger”:

Séquences : 4 mitogene: 16s, 12s, CytB, CO1
6 Nuclear gene: 28s(3), H3, EF1A

Spécimens: 222

Especes: = 80

lumina

Dataset “illumina”: whole genomes (LC-WG)
Séquences : mitogenome 16 genes
X Nuclear gene
Spécimens: 50
Espéces: = 50
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How can we recover the best possible phylogenetic information from
low-coverage WG sequences?

Difficult extraction:
Non-destructive

Old specimens,
Small insects
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How can we recover the best possible phylogenetic information from
low-coverage WG sequences?

which genes to choose?

Gene duplication Speciation QO Human histone H1.1

Human histone H1.2
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Histone H1.1
Ancestral 2
Histone

H1 gene

Histone H1.2

% Chimpanzee histone H1.1
%"e@ Chimpanzee histone H1.2

How to identify the orthologs? — orthologs database
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Search for better references:
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37,000 orthologous genes
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What is the impact of whole genome addition?
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Cisti groupe (Bruchidius)
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What's next?
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Merci pour votre attention !




