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The genomes of endosymbiotic bacteria are often extremely stable in structure, size,
and gene content. For example, endosymbionts in insects diverged by tens or hundreds of
millions of years often have genomes almost completely conserved in gene order and
content.

This conservation is thought to reflect the importance of the endosymbiont to its host:
these bacteria often provide essential nutrients or defensive functions.

In this talk, I will show that an endosymbiont of cicadas has repeatedly fractured into
complexes of distinct genomic and cellular lineages. I will discuss how these patterns
show interesting parallels to the genomic instability seen in some mitochondria.
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